In recent years, considerable attention has been given to the synthesis of bis-benzimidazole compounds because of their properties in cancer therapy. Various studies with bisbenzimidazole derivatives have shown that the binding affinity to calf thymus DNA correlates positively with in vitro topoisomerase inhibitory potency or cytotoxicity. 1 Bisbenzimidazole compounds also show versatile pharmacological activities, such as antifungal, antihelmintic, antivirus, anticoagulant and antiinflammatory activities. 2 We have also reported the synthesis of some bis-benzimidazole compounds and their selective in vitro antibacterial activity against standard bacterial strains: Enterococcus faecalis (ATCC 29212), Staphylococcus aureus (ATCC 29213), Escherichia coli (ATCC 25922) and Pseudomonas aeruginosa (ATCC 27853). 3 Following our synthesis and antibacterial activity work on bisbenzimidazole compounds, we now report on the crystal structure of the title compound and compare it with those of related cyclic urea derivatives reported previously. 4 To a solution of benzimidazole (3 g, 25.43 mmol) in THF (25 ml), metallic Na (0.64 g, 27.96 mmol) was added, and the mixture was stirred for 10 h at room temperature. Unreacted sodium was removed and 1,3-dibromopropane (1.30 ml, 12.75 mmol) was added into the solution and stirred for 6 h at room temperature. All volatiles were removed in vacuo and water was added to precipitate 1,1′-propylenedibenzimidazole. The precipitate was filtered and dried in vacuo.
The bisbenzimidazole compound was dissolved in THF (15 ml) and 5 ml of 37% HCl was added to obtain the crude title compound. The crude title compound was then crystallized from ethanol (10 ml) (Yield: 3.18 g, 65%. M.p.: 508 -509˚K).
The crystallographic data are listed in Table 1 . The data were collected on a STOE IPDS II with an imaging-plate detector diffractometer using graphite-monochromated Mo Kα radiation with the ω scan mode. The collected data were reduced by using the X-RED32, and absorption correction by the integration technique was applied. The title compound was solved by direct methods and refined by a full-matrix leastsquares method on F 2 . All H atoms were found from a difference Fourier map and refined isotropically. The final R(F) was converged to a value of 0.037. The atomic coordinates and equivalent isotropic displacement parameters are listed in Table  2 . A view of ORTEP-3 plotting of the title compound is shown in Fig. 2 . The molecules of the title compound lie on the crystallographic two-fold axis. An asymmetric unit in the unitcell contains half of the molecule and two waters and one chlorine ion. The benzimidazole ring is essentialy planar, with a maximum deviation of 0.018(2)Å for C1. The observed geometric parameters have normal values, and the bond lengths and angles are in good agreement with those observed in the literature. 5 The crystal structure is stabilized by N-H·O, O-H·O, O-H·Cl, C-H·O and C-H·Cl hydrogen bonding interactions (details are given in Table 4 ). The number of water molecules may increase the stability of the crystal structure. In the crystal structure, the centrosymmetric 1,1′-propylenedibenzimidazolium cations are linked by the water molecules and chloride ions into a three-dimensional hydrogennetwork. Table 2 Atomic coordinates and temperature factors U(eq) = 1/3 of the trace of the orthogonalized U tensor. Table 3 Selected bond distances (Å) and angles (˚) Symmetry codes: (i) 1x, y, 3/2z. 
